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° USGENESM Coming Soon !
— The USPTO Genetic Sequence Database
« REGISTRY

— Chemical Abstracts Service (CAS) Registry File
« DGENE

— Thomson Scientific GENESEQ™
+ PCTGEN

— WIPO/PCT Patent Application Biosequences
» GenBank

— National Center for Biotechnology Information (NCBI)
Genetic Sequence Data Bank
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USGENESM

— The USPTO Genetic Sequence Database

REGISTRY
— Chemical Abstracts Service (CAS) Registry File

DGENE
— Thomson Scientific GENESEQ™

PCTGEN
— WIPO/PCT Patent Application Biosequences

@ FIZ Karlsruhe STN 2007 -5

USGENES™

— 7
« REGISTRY

- 27
- DGENE

- 3
« PCTGEN

— 24
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« USGENE

« REGISTRY

« DGENE

« PCTGEN
(G FIZ Karlsruhe

USPTO

CA

WPI

STN

PCT

2007 -7

)

L1 ANSWER 1 OF 1 CAPLUS COPYRIGHT 2006 ACS on STN
AN 1999:549367 CAPLUS
DN 131:166204
TI A system for screening for .3 WO 9942571 (REGISTRY
complex between transcripti
control of immune function | *4 FR 2775003 (DGENE
IN  Mach, Bernard 6 US 6370894 USGENE
PA Novimmune S.A., Switz.
FAN.CNT 1
PATENT NO. KIND DATE APPLICATION NO. DATE
Pl Al 19990826 WO 1999-FR376 19990219
W- AL, AM, AT, AU, AZ, BA, BB, BG, BR, BY, CA, , . . .
Al 19990820 FR 1998-2025 19980219
AU 9924312 Al 19990906 AU 1999-24312 19990219
EP 1068310 Al 20010117 EP 1999-903787 19990219
R: DE, FR, GB
P_2002504325 T2 20020212 JP 2000-fRasaa 40000210
BL 20020430  US 2000-]
PRAI FR 1998-2025 A 19980219
WO 1999-FR376 W 19990219
@ FIZ Karlsruhe STN 2007 -8
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S USGENE*

the SequenceBase Corporation

. 600
+ 1982 [ . http://lwww.fiz-k.com/usgene }
@FIZ Karlsruhe STN 2007 -9 STN
USGENE
INSDC

l USPTO PSIPS

O USGENE™

S
o

NCBI/EMBL-EBI
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USGENE
USPATFULL/ USPAT?2
AN ... USPATFULL AN ... Protein  USGENE
T .. Pl US.. Al
PA ... SEQL1..[AN ... DNA  USGENE
Pl US.. Al ol US .. AL
AB .. SEQ?2 ...
DETD ..o N UsPAT2
CLM .... T — AN .... Protein USosLive
oA Pl US..B2
Pl US.. B2 SEQL... AN .. DNA  USGENE
AB ... Pl US...B2
DETD ... SEQ2....
CLM .... USPATFULL/2 =USPTO /|
GFIZ Karlsruhe o STN

USGENE
« USPTO
. ,  SEQID
. , PCT
PCT
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USGENE

L1 ANSWER 1 OF 1 USGENE COPYRIGHT 2006 SEQUENCEBASE CORP on STN
AN 6639063.3883 (1)  na (2)  usceNE

TI EST"s and encoded human proteins (Patent) (3)
IN Edwards Jean-Baptiste Dumas Milne (Paris, FR)
Jobert Severin (Paris, FR) USGENE
Giordano Jean-Yves (Paris, FR)
PA Genset S A (FR) (4)
PI US 6639063 B1 20031028
Al US 2000-621976 20000721
ORGN Homo Sapiens (5)
AB The sequences of 5" ESTs and consensus contigated 5" ESTs derived from

mRNAs encoding secreted proteins are disclosed. The 5" ESTs and consensus
contigated 5" ESTs may be used to obtain cDNAs and genomic DNAs
corresponding to the 5" ESTs and consensus contigated 5" ESTs. The 5"

(6) ESTs and consensus contigated 5" ESTs may also be used in diagnostic,
forensic, gene therapy, and chromosome mapping procedures. Upstream
regulatory sequences may also be obtained using the 5" ESTs and consensus
contigated ESTs. The 5" ESTs and consensus contigated 5 ESTs may also be
used to design expression vectors and secretion vectors.

@FIZ Karlsruhe STN 2007 - 13 STN

USGENE

1) USGENE (AN),
(SEQID )
2) (MTY)
3)
- “PublishedApplication”
- “Patent”
4) = :
5) ( ) -
6)

@FIZ Karlsruhe STN 2007 - 14 STN

177



USGENE
C )

CLM US6639063 B1: What is claimed is:

USGENE 1

1. An isolated, purified, or recombinant polynucleotide encoding a signal
peptide, wherein:a) the polynucleotide encodes a signal peptide
(7) consisting of residues -102 to -1 of SEQ ID NO: 3986; and b) wherein said
signal peptide directs the secretion of a polypeptide when located at the
amino terminus of a polypeptide.

2. The isolated, purified, or recombinant polynucleotide of claim 1, wherein:
said polynucleotide consists of nucleotides 144 to 449 of SEQ ID NO: 126.

3. An isolated, purified, or recombinant polynucleotide encoding a signal
peptide, wherein:a) said polynucleotide, consists of a nucleic acid
sequence having at least 90% homology to the polynucleotide of claim 2;
andb) said polynucleotide, encodes a si

A USGENE

SSO NUCLEIC; PSIPS; GRANTED (8)

(’EHZ Karlsruhe STN 2007 - 15 STN

USGENE

sou 231 (9)
SEQ
1 tactactagt ctccttgaag tatatgttgt cgcccacatt ttgctgcagt
51 tcacttttaa ttcctaagaa ggttgttttc acttggtgtt tttttaatct
101 cttaagaatg aatagtagga atattagtac caacacctta aactcatgtc (10)
151 acattttaat attcacagaa catctacaca cacattatgt tattaggtaa
201 acaggtggtg acagcctgca ttagttttaa g

USGENE
FEATURE TABLE:
Key JLocation]| (11)
CDs 124..197 |

(’EHZ Karlsruhe STN 2007 - 16 STN
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USGENE
( )

7)
8) (SSO)

- nucleic ( protein (

- PSIPS/USPTO, NCBI
9) (SQL)
10) (SEQ)

- USGENE
11)

(
@FIZ Karlsruhe STN 2007 - 17 STN

USGENE DGENE

NCBI BLAST
— RUN BLAST
FASTA

— RUN GETSIM
. /

— RUN GETSEQ
BATCH

@ FIZ Karlsruhe STN 2007 - 18 STN
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BLAST 7

1) , (L1)
2) BLAST
3) (L2)
4)
(=> SORT SCORE) (L3)

5)

=>D L3 TRI ALIGN 1-
6)

=> D L3 BIB ALIGN 1,3,10
7)

(G FIZ Karlsruhe STN 2007 - 19

1) :

=> FILE PCTGEN
STN Express

=> UPL R BLAST

UPLOAD SUCCESSFULLY COMPLETED
L1  GENERATED

=> D LQUE L1

L1 ANSWER 1 PCTGEN COPYRIGHT 2006 WIPO on STN
VQTVPLSRLFDHAMLEAHRAHELAIDTYQEFEETY IPKDQKYSFLHDSQT
SFCFSDSIPTPSNMEETQQKSNLELLRISLLL IESWLEPVRFLRSMFANN
LVYDTSDSDDYHLLKDLEEGIQTLMGRLEDGSRRTGQILKQTYSKFDTNS
HNHDALLKNYGLLYCFRKDMDKVETFLRMVQCRSVEGSCGF

= L USGENE, DGENE, PCTGEN
REGISTRY

BLAST

(G FIZ Karlsruhe STN 2007 - 20
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2) BLAST

USGENE

> FILE USGENE

> RUN BLAST L1 /SQP -F F

BLAST Version 2.2

in with permission of the
National Center for Biotechnology Information (NCBI) of

d here

IS use

The BLAST software

See also, Altschul,

Stephen F., Thomas L. Madden, Alejandro A. Schaffer, Jinghui

(NLM) .
Zhang, Zheng Zhang, Webb Miller, and David J. Lipman (1997),

icine

the National Library of Med

imn

f prote

database search programs." Nucleic Acids Res. 25:3389-3402

a new generation o

"Gapped BLAST and PSI-BLAST

USGENE

BLAST SEARCHING . . . .

2007 - 21

STN

(G FIZ Karlsruhe

3)

1297 ANSWERS FOUND BELOW EXPECTATION VALUE OF 10.0

ALL

Similarity

Score

Answer Count

ALL

HOW MANY ANSWERS WOULD YOU LIKE TO KEEP ? (ALL) OR ?

(G FIZ Karlsruhe

2007 - 22

STN
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4)

L2 RUN STATEMENT CREATED

L2 1297 VQTVPLSRLFDHAMLEAHRAHELAIDTYQEFEETY IPKDQKYSFLHDSQT
SFCFSDSIPTPSNMEETQQKSNLELLRISLLL IESWLEPVRFLRSMFANN
LVYDTSDSDDYHLLKDLEEGIQTLMGRLEDGSRRTGQILKQTYSKFDTNS
HNHDALLKNYGLLYCFRKDMDKVETFLRMVQCRSVEGSCGF/SQP.-F F

Answer set arranged by

A _ (SOMATOMAMMOTROPIN) (1996
similarity score, enten

(GRANTED)

=> S L2 AND SOMATOMAMMOTROPIN/CLM AND AY<1996 AND GRANTED/SSO
L3 39 L2 AND SOMATOMAMMOTROPIN/CLM AND AY<1996 AND GRANTED/SSO

=> SOR L3 SCORE D
PROCESSING COMPLETED FOR L3
L4 39 SOR L3 SCORE D

SORT SCORE D

SORT SCORE D —

c! FIZ Karlsruhe STN 2007 - 23 STN

S)

=> D L4 TRl ALIGN 1-39; FILE STNGUIDE

L4 ANSWER 1 OF 39 USGENE COPYRIGHT 2006 SEQUENCEBASE CORP on STN

TI Recombinant DNA transfer vectors (Patent)
MTY  Protein
SQL 191
ORGN  Unknown
BLASTALIGN
Query = 191 letters
Length = 191
Score = 387 bits (995), Expect = e-113

Identities = 189/191 (98%), Positives = 191/191 (100%)
Query: 1  VQTVPLSRLFDHAMLEAHRAHELAIDTYQEFEETY IPKDQKYSFLHDSQTSFCFSDSIPT
VQTVPLSRLFDHAML+AHRAH+LAIDTYQEFEETY IPKDQKYSFLHDSQTSFCFSDSIPT
Sbjct: 1 VQTVPLSRLFDHAMLQAHRAHQLAIDTYQEFEETY IPKDQKYSFLHDSQTSFCFSDSIPT
Query: 61 PSNMEETQQKSNLELLRISLLLIESWLEPVRFLRSMFANNLVYDTSDSDDYHLLKDLEEG
PSNMEETQQKSNLELLRISLLLIESWLEPVRFLRSMFANNLVYDTSDSDDYHLLKDLEEG
Sbjct: 61 PSNMEETQQKSNLELLRISLLLIESWLEPVRFLRSMFANNLVYDTSDSDDYHLLKDLEEG

c! FIZ Karlsruhe STN 2007 - 24 STN
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6)

=> D BIB SSO AB CLM ALIGN 1 3 10

L4 ANSWER 1 OF 39 USGENE COPYRIGHT 2006 SEQUENCEBASE CORP on STN

AN 4363877.1 Protein USGENE
TI Recombinant DNA transfer vectors (Patent)
IN Goodman Howard M. (San Francisco, CA)

Shine John (San Francisco, CA)

Seeburg Peter H. (San Francisco, CA)
PA The Regents of the University of Cal
] US 4363877 A 19821214 US4363877 ,
Al US 1978-897710 19780419 1978
ORGN  Unknown somatomammotropin
SSO  PROTEIN; EMBL; GRANTED
AB Recombinant DNA transfer vectors con

somatomammotropin and for human growth hormone.

CLM US4363877 A: What is claimed is:
1. A recombinant DNA transfer vector comprising codons for human
chorionic somatomammotropin comprising the nucleotide . . . .

]l BLASTALIGN .

- .

» USGENE DGENE REGISTRY

+ USGENE EMBL-EBI

» DGENE

* REGISTRY DGENE

. USGENE, REGISTRY,
DGENE

c’ FIZ Karlsruhe STN 2007 - 26 STN
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m USGENE, DGENE, PCTFULL, REGISTRY, GenBank

USGENE DGENE
WP
INSDC
NCBI/EMBL-EBI ( )
USPTO PSIPS
1982 1981
600 892
(
(
)
WP
INPADOC
RUN
(BLAST GETSIM)
7 3
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2007 5

PCTFULL REGISTRY GenBank
CAplus
GenBank
(2005 7
) PCT
EMBL, DDBJ
2001 8 1957 1982
125 5,985 7,517
CAS CAS
GenBank
(
(
)
REGISTRY
CAplus/CA
RUN
SEARCH
REGISTRY
(BLAST GETSIM) (BLAST) CAS
58 %
7 27
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